Differences in codon usage among genes encoding proteins of different function in Rhodobacter capsulatus.
Codon usage in Rhodobacter was evaluated and found to be strikingly different from that in Escherichia coli. While codon usage for genes concerned with nitrogen utilization and carotenoid biosynthesis corresponded to expectation, based on codon usage for Rhodobacter in general, that for the fructose utilization (fru) operon and for the photosynthetic genes encoding the reaction centre and light harvesting proteins exhibited significant deviation from expectation and from each other for specific amino acids. The differences in codon usage for the fru operon versus the photosynthetic genes may reflect different proportions of the various tRNA specific for certain amino acids when cells are grown under heterotrophic versus phototropic conditions. In addition, preferential use of the initiation codon, GTG, was found for the first cistrons of Rhodobacter operons.